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Better Biologics Tools 

WorkflowsAnalytics



pUNk

Protein 
Sizer

Stability Analytics

HUNK

Aggregation 
Predictor  

UNcle

Stability Screening



The UNcle

The All-in-One Stability Platform



The First All-in-One Biologics Stability Platform

• Combines 3 detection methods:

– Full Spectrum Fluorescence 

– Static Light Scattering

– Dynamic Light Scattering

• Less sample than other 

instruments

• Label-Free Measurements

UNcle



9 µL Sample Size



Fast and Easy Prep



48 Samples Per Run



All-In-One Stability Platform
Viscosity 

B22 & kD Thermal Recovery

Thermal Ramp with Sizing

Isothermal Stability

Tm, Tagg & DLS



World’s First Stability Predictor

The HUNK



The HUNK

ΔG measure stability  

ΔGtrend predict aggregation



Thermodynamic Equilibrium

ΔGº = -RT ln K



The Power of ΔG
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Automated Chemical Denaturation

Protein

Formulations Denaturants
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Denaturant



Read ΔG in One Hour
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Quantify Formulation Stability

Formulation ∆G (kcal/mol)

0 mM NaCl 8.19

250 mM NaCl 9.36

500 mM NaCl 8.88

750 mM NaCl 8.18

1 M NaCl 7.91
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Consequences of Aggregation
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A Waiting Game



Lots of SEC





The HUNK Measures ΔGtrend



Importance of ΔGtrend

• Same mAb in two formulations

• Both are very good 

• Formulation 1 is better… right?

Formulation # ∆G (kcal/mol)

1 13.5

2 9.5
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ΔGtrend

Formulation 1
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• Formulation 1: ∆G decreases 

• Formulation 2: No change
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ΔGtrend Provides New Information
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• HUNK prediction: Formulation 2 is more stable

• SEC data at one month agrees 
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• Formulation 1: Denatured protein 
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Smallest, fastest, easiest protein sizing

The pUNk

ICD



5 µL of sample

8x faster

Size It Up Quick



• Molecular Size 

• Aggregation

• Polydispersity

• Molecular weight estimate

pUNk Measures…

Hydrodynamic 
Radius



• Only 5 μL of sample 

• No reference needed

• No cross-contamination

• No cleaning

• Full sample recovery

The rUNt

Disposable Cuvette



pUNk Detects Aggregates



• Absolute size across peaks

• Aggregates separate first

• Accurate MW 

• Peak widths based on size

• Size distributions

Get Your Flow On With SEC-DLS





The Stability Experts

Screening SizingPrediction



Break free.


